
Participant G81715

2022 Postnatal karyotyping
Version: Final

INDIVIDUAL LABORATORY REPORT (ILR)*

Jose OCANA: View EQA cases and submit results
Category Score¹ Comments

No deductionsAnalysis 2.00

The report should have a summary FISH result statement if FISH ISCN is not used. (0)

The report should state that the result would be consistent with the array results. (-0.5 marks)Interpretation 1.50

No deductionsClerical Accuracy 2.00

The referral reason should include the information about the array. (0)

Otto LEITZ: View EQA cases and submit results
Category Score¹ Comments

ISCN error. See EQA Summary Report. (-0.5 marks)Analysis 1.50

The breakpoints given in the ISCN do not agree with the information given by the array or with the known
breakpoints for the recurrent der(22)t(11;22) seen in Emanuel syndrome. (=0.5 ISCN error)

The report should state that the result would be consistent with the array results. (-0.5 marks)Interpretation 1.50

Same clerical errors as in case 1.Clerical Accuracy 2.00

Thank you for your participation
* To be read in conjunction with the EQA Summary Report
1 The maximum score for each category is 2.00
2 There are only two categories of performance for any EQA; "Satisfactory" and "Poor"

Conclusions
NoneRecommendations

SatisfactoryPerformance Statement²

Mean Overall Score
Analysis 1.75

Interpretation 1.50

Clerical Accuracy 2.00
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Fetus of Evita CARAM: Case 1 - Amniotic fluid
Category Score¹ Comments

The report should have a summary FISH statement if FISH ISCN is not used.Analysis 1.50

The written description is incomplete or misleading. (-0.5 marks)

The sex of the fetus should be included in the written description. (=0.5 written description incomplete)

It would be helpful to recommend that a copy of this report is added to the child’s notes at birth.Interpretation 2.00

No clerical errors.Clerical Accuracy 2.00

Fetus of Irma LANGE: Case 2 - Amniotic fluid
Category Score¹ Comments

ISCN error. See EQA Summary Report. (-0.5 marks)Analysis 1.00

The written description is incomplete or misleading. (-0.5 marks)

It would be helpful to use 'mat' in the ISCN to describe the der(15;15)(q10;q10) inherited from the
mother. (0)
The +15 should come before the der(15;15)(q10;q10) in the second cell line. (=0.5 ISCN error)
The sex of the fetus should be included in the written description. (=0.5 written description incomplete)
The report should state that the result indicates maternal UPD for chromosome 15 and would result in
Prader-Willi syndrome. (-0.5 marks)Interpretation 1.50

No clerical errors.Clerical Accuracy 2.00

Fetus of Xenia RABAGO: Case 3 - CVS
Category Score¹ Comments

The written description is incomplete or misleading. (-0.5 marks)Analysis 1.50

The written description should include the fetal sex. (=0.5 Written description incomplete)

The report should state that the if the result reflects the true fetal karyotype then the pregnancy is unlikely
to continue to term. (-0.5 marks)Interpretation 0.50

The report should request a follow-up amniotic fluid sample to investigate the possibility of confined
placental mosaicism (CPM). (-0.5 marks)
The report should recognise the possibility of confined placental mosaicism and understand that if a
normal result is found on a follow-up amniotic fluid sample, then UPD testing should be considered. (-0.5
marks)

No clerical errors.Clerical Accuracy 2.00
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Thank you for your participation
* To be read in conjunction with the EQA Summary Report
1 The maximum score for each category is 2.00
2 There are only two categories of performance for any EQA; "Satisfactory" and "Poor"

Conclusions
NoneRecommendations

SatisfactoryPerformance Statement²

Mean Overall Score
Analysis 1.33

Interpretation 1.33

Clerical Accuracy 2.00
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Conclusions
NoneRecommendations
SatisfactoryPerformance

Mean Overall Score
Analysis 2.00

Interpretation 2.00
Clerical Accuracy 2.00

Eva PARKS - Embryo 1
Category Score Comments

Analysis 2.00 Correct result.

Interpretation 2.00 No deductions

The table may be misleading with regards to sex chromosomes. Having the heading as XY and the
number as 2 could be interpreted as a male embryo rather than as not disclosing the sex. It would be
better to just have the heading as sex chromosomes. (0)

Clerical Accuracy 2.00 No clerical errors.

Eva PARKS - Embryo 2
Category Score Comments

Analysis 2.00 Correct result.

Interpretation 2.00 No deductions

The table may be misleading with regards to sex chromosomes. Having the heading as XY and the
number as 2 could be interpreted as a male embryo rather than as not disclosing the sex. It would be
better to just have the heading as sex chromosomes. (0)

Clerical Accuracy 2.00 No clerical errors.

Thank you for your participation
Notes:

• To be read in conjunction with the EQA Summary Report
• The maximum score for each category is 2.00
• There are only two categories of performance for any EQA; 'Satisfactory' and 'Poor'
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